1 gi|298517490|gb|GL349484.1|:subseq(40000 20000) Thecamonas trahens ATCC 50062 unplaced genomic scaffold supercont1.52 whole genome shotgun sequence: 10501 10614 
CGCCCGCGCU CUCCAUG CUGCAACGUAUC AUGAC GCCGUCGGCGGG AA ACGGCGCGCCUGCAAGCGCACC GUCUGCCGAUGGC CGAA UCCACCCUCA CUGUGCG CUCAGCUUGG

COVE score: 12.68 
(Recommended threshold for COVE: 15) 
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